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Variation ID 4 dbSNP Chromosome? Positions TET Allele Minar:  Allels Contig Contlg Band
Allele Allele Global Position
(IUPAC)
Frequency

chr1:9262273:G/A1  rs398122816 1 9262273 G A GLO00006.2 8676285  p36.22
chr1:45015006:G/A:1  rs121918062 1 45015006 G A GLO00006.2 44429018  p3d.1
chr17:46010375:T/C:A  rs63750912 17 46010375 T c GL000132.2 19074395  q21.31
chr2:189001450:G/A1  rs587779461 2 189001450 G A GLO00029.2 94505435  q32.2
chr1:226982947:CIT:1  rs41303129 1 226982947 C T
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HEX signal only

/Housekeeping present
No mutation

) 2
x
2 -
w > (]
= @
E 5 £
- =
@ H <]
= -
= R )2 °
5 2 £
] S a
g e 3 2
2 = = =
i) S >
: = g 3
= T T
] B = I
T (=
= [
~ 8 =2
@ 4+ )
3 = o]
B ] N
~N
v
e i
3 = ¢
E = FAM axis

Allele 1 (FAM) reperted on the X axis i i i
(FAM) rep Allele 1 insertion (FAM) reported on the X axis Allele 1 insertion (FAM) reported on the X axis

HEX and FAM signal only.
Housekeeping and mutation
present
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t]
5 TGGACCCTGAGTGCAGGTTCAGACGTC [A/G] AGAGGAAATGACTTGATGGTACGGAGG

’
TGGAAGGGAGTGAGAAGTTATGATGATGTATGGTGCTGTTGATCAGTTAATTGAAGG
I

LGCIRIEZ WIS I¥NZit 5 & RS
KEY (KBD) , S|4 IhZESI1A90%1L L.

@R Allele-specific primer 1 (FAM)
R Allele-specific primer 2 (HEX)

P  Common reverse primer

Q \ k- SR - ah =
5 AGCTGAAGAGCTAGCTGGCTAGCTGATTAS [/ -] GCTGCTAGACGTCGCAGT §%I\_||§J’El]§$§ *IE-&*EE DzNi ’SOgg;I’ﬂ-?EEE ?% !
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TAGACGTCGCAGTCGACACTGACGTTAGACGTCGCAGTCGACACTGACGT

KEY
SR Allele-specific primer 1 (FAM)

N  Allele-specific primer 2 (HEX)

s Common reverse primer
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https://baike.baidu.com/item/%E5%9F%BA%E5%9B%A0%E5%8F%98%E5%BC%82/5384902
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https://www.biosearchtech.com/support/education/kasp-genotyping-reagents/running-kasp-genotyping-reactions
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