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Fig. 1| The tumour-associated microbiota. The schematic shows the key components
of the tumour microenvironment, including a resident microbiota.
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- Oral contamination

- Low microbial-to-host ratio
- Disease heterogeneity

- Microbiome-host interaction

- Microbiome manipulation

The human lung microbiome—A hidden link between microbes - Culturability

and human health and diseases \ J
) Challenges

Xinzhu Yi, Jingyuan Gao, Zhang Wang &4

First published: 16 June 2022 | https://doi.org/10.1002/imt2.33
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2bRAD sequencing for microbiome
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Relative abundance
0% 25% 50% 5% 100%
Ground truth - I SR R L2 simiarty Precision | Recall
WMS (100 ng) N I i e [ | 56.5% 29.8% [J_1100%
165 rRNA (100 ng) I NN - [ . | 70.0% 173% [ ]90%
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oy ing - N | BNl DN [ [891% 76.0% | | | 95%
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B Bifidobacterium adolescentis || Enferococcus faecalis Neisseria meningitidis [} Schaalia odontolytica B Streptococcus mutans
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Species-Resolved Metagenomics of Kindergarten
Microbiomes Reveal Microbial Admixture Within Sites and [ TR0 e A B IR A e ]

Potential Microbial Hazards W7
v |
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